TAER

w2 ENF MR 2|
Bt © EBEICRASE =i .t
BHMRFE ©  aaaa-cui@163.com

4R ERER (B ELOR TR

® T E (s Dl AE R R

® LT ILPIAMAIL A A B BAE

RFRANEX

1.

Cui, Guangyu and Han, Kyungsook (*), Assessing protein-protein interactions
based on the semantic similarity of interacting proteins, International Journal of
Data Mining and Bioinformatics (in press) SCI

Park, Byungkyu, Cui, Guangyu, Lee, Hyunjin, Huang, De-Shuang, Han,
Kyungsook(*) , PPISearchEngine: gene ontology-based search for
protein-protein interactions , Computer Methods in Biomechanics and
Biomedical Engineering, 2013, 16 (7) : 691-698. 1, SCI

Cui, Guangyu, Fang, Chao, Han, Kyungsook(*), Prediction of protein-protein
interactions between viruses and human by an SVM model, BMC Bioinformatics,
2012, 13. 6, SCI

Cui, Guangyu, Shrestha, Rojan, Han, Kyungsook(*), ModuleSearch: finding
functional modules in a protein-protein interaction network, Computer Methods
in Biomechanics and Biomedical Engineering, 2012, 15 (7) : 691-699. 0,
SCI

Cui, Guangyu, Chen, Yu, Huang, De-Shuang, Han, Kyungsook, An algorithm
for finding functional modules and protein complexes in protein-protein
interaction networks., Journal of Biomedicine and Biotechnology, 2008, 2008:
860270-860270. SCI

Cui, Guangyu, Han, Kyungsook(*), Scoring protein-protein interactions using
the width of gene ontology terms and the information content of common
ancestors, 9th International Conference on Intelligent Computing, ICIC 2013,
31-36, Nanning, China, 2013.7.28-2013.7.31. El

Cui, Guangyu, Fang, Chao, Han, Kyungsook(*), Prediction of human proteins
interacting with human papillomavirus proteins, 7th International Conference on
Intelligent Computing, ICIC 2011 , 492-497 , Zhengzhou, China ,



10.

2011.8.11-2011.8.14. EI

Han, Kyungsook(*), Cui, Guangyu, Chen, Yu, ldentifying functional groups by
finding cliques and near-cliques in protein interaction networks, Frontiers in the
Convergence of Bioscience and Information Technologies, FBIT 2007, 159-164,
Jeju Island, Korea, Republic of, 2007.10.11-2007.10.13. EI

Chen, Yu(*), Cui, Guangyu, Han, Kyungsook, Multi-layered networks for
visualizing the interactions between heterogeneous proteins, Frontiers in the
Convergence of Bioscience and Information Technologies, FBIT 2007, 119-124,
Jeju Island, Korea, Republic of, 2007.10.11-2007.10.13. EI

Fang, Chao, Cui, Guangyu, and Han, Kyungsook, SVM model for Predicting
Human Proteins Interacting with HCV Proteins, Journal of KIISE : Computing
Practices and Letters, 2011,17(4): 244-248



